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OIPE 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/7 30,469 



DATE: 12/2 0/200 0 
TIME: 13:40:37 



Input Set : 
Output Sfit: 



A:\seqlist.txt 
N:\CRF3\12 262 0 0O\I7 3O4 69 , 



raw 



ENTERED 



C--> 



4 

5 
6 
7 
9 
10 

n 

12 
15 
17 

18 
20 
21 
23 
24 
2(.l 
27 
29 
3 0 
32 

3 3 
35 
37 
39 

4 0 
41 
4 2 
44 
4 5 

4 6 
47 
49 
49 
50 
51 
52 
53 

5 4 

5 5 
56 
57 
58 
59 
60 
61 

6 3 
64 



<J.10> APPLICANT: Anthony P. Heane.y 
Gregory A. Ho.rwitz 
Xun Zhang 
Shloino Melmeri 

<;12 0> TITLE OF INVENTION: Methods of Us In g Pituitary Tumor- 
Trans forming Gene ( pttg } Carboxy- terminal Peptides to 
Inhibit Neoplastic Cellular Proliferation And/Or 
Transformation of Breast and Ovarian Cells 
FILE REFERENCE: CEDAR- 4 52 5 7 

CURRENT APPLICATION NUMBER: US/09/730,469 

CURRENT FILING DATE : 2000-12-04 
PRIOR APPLICATION NUMBER: US CTP 09/687,9 11 
2000-10-13 
NUMBER: US CIP 09/569,956 

2000-05-12 
NUMBER: US OB/8 94,251 

1999-07-23 
NUMBER: PCT/US9 7/214 63 

199 7-11-21 
NUMBER: US 60/0 31,338 
1996-11-21 
19 

Windows vers ion 



O.30> 
<140> 

<141> 
<150> 
<151> 
<150> 
<151> 
<150> 
<151> 
<150> 
<151> 
<15 0> 
<151> 
<160> 
<170> 
<21()> 
<211> 
<212> 
<213> 
<4 0 0> 

aattcggcac 
yctggtagyc 
yeglttatga 
taettctaaa 
Ltcetcaa tg 



PRIOR 
PRIOR 
PRIOR 
PRIOR 
PRIOR 
PRIOR 
PRIOR 
PRIOR 
PRIOR 
NUMBER OF 
SOFTWARE : 



FILING DATE : 
APPLICATION 
FILING DATE: 
APPLICATION 
FILING DATE: 
APPLICATION 
FILING DATE: 
APPLICATION 
FILING DATE: 

SEQ ID NOS : 
FastSEQ for 



SEQ ID NO: 1 
LENGTH: 974 
TYPE : DNA 
ORGANISM: RattUS 
SEQUENCE: 1 

gagccaacct 
tggagacagt 
ccctgycgtg 
tttttgLgca 



rattus 

tgagcaLctg 
tgtttgggtg 
aaga Lttaag 



a tec Lett gg 
ccaacatcaa 
g tctggatta 



4.0 



cttctccttc ctatcyctga 
eaaacgattt ctgtagttta 
a gec tg 1 1 g a c 1 1 c tc ca g c 



tctqatcttt gttgataagg 
attgaagctg ggctctggtg 
a g tc y g c a a a g t g 1 1 c g g Lg 
t:g t c a a c a g a g 1 1 a c Lg a a a 
gactctgagt gtgaaaaaga 
tcctgatgat q c c t a c c c a y 
g a g t L 1 1 gac c tg cc Lg a a g 
ca tg a tc c tg a a Lg a ag a g a 
letgeagaag cccLtcctac 
ctccgctctg gatgttgaat 
ctcetttata gtttatgtaa 
aaactcgaga gtac 
<2\ 0> SEQ ID NO: 2 
<211> LENGTH: 199 



ccaytlttat aatatgeagg 
a taacgaaga 



taggtgetet ggtctctgtt gctycttagt tctr.rcagcc 
tcLctcccct cay t a a tec a ggatggctac 
gccaggcagc cgtttggcat ctaaggatgg 



teaaagcett 
ccccaggc tt 
agccagtgaa 
tcaecgagaa 
aaatagaaaa 



agatgggaaa 
gcctaaagcc 
gagtagtaaa 
gtctac taag 
gttcttcpcc 



agcaccagat ctcacttctc 
gggggottga gaagctgctg 
cgtgggaatc Lgatccgttg 



ttgcaggttt 
agcaggaagg 
cccctgcaat 
acacaaggct 
ttcgatectc 
rcc ttgaa tg 
oacctggacc 
ccy tctcctc 



caacgccacg 
ctetgqgaac 
eg a a a cay cc 
ctgcLcctgc 
tagattttga 
gay Lgcctc t 
occctteccc 
ccagcyccct 



tgccgcctgt ttgttacgat: gcagatattt aaacytcLta 
gttgtattaa taaagcattt gtgtgtaaaa aaaaaaaaaa 



60 

12 0 

180 

24 0 

300 

360 

420 

4 80 

540 

600 

660 

720 

780 

840 

900 

960 

974 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/7 3 0,4 6 9 



DAT ft : .12/26/20 00 
TIME: 13:40:37 



Input; Set : A:\seqlist.txt 

Output Set: N:\CRF3\12262000\I7 304 69.raw 



o 
o 

a 

I 

Hi 

CO 



6 5 <212> TYPE' : PRT 

6 6 <213> ORGANISM: Rattus rattus 

68 <400> SEQUENCE: 2 

6 9 Met Ala Thr Leu lie Phe Va.I Asp Lys Asp Asn Glu Glu Pro Gly Ser 

70 1 5 10 15 

71 Arg Leu Aid Scr Lys Asp Gly Leu Lys Leu Gly Ser G l.y Vol Lys Ala 

72 20 25 30 

73 Leu Asp Gly Lys Leu Gin Val Ser Thr Pro Arg Va.I Gly Lys Val Phe 

74 35 40 45 

7 5 Gly Ala Pro Gly Leu Pro Lys Ala Ser Arg Lys Ala Leu Gly Thr Val 
76 50 55 60 

7 7 Asn Arg val Thr Glu Lys Pro Val Lys Ser Ser Lys Pro Leu Gin Ser 
78 65 70 75 80 
70 Lys G.ln Pro Thr Leu Ser Val Lys Lys Tie Thr Glu Lys Ser Thr Lys 
B0 85 90 95 

8.1 Thr Gin G.ly Ser Ala Pro Ala Pro Asp Asp Ala Tyr Pro Glu lie GLu 

82 100 105 110 

8 3 Lys Phe Phe Pro Phe Asp Pro Leu Asp Phe Glu Ser Phe Asp Leu Pro 
8 4 115 120 125 

35 Glu Glu His Gin lie Ser Leu Leu Pro Leu Asn Gly Val Pro Leu Met 
86 130 135 140 

8 7 lie Leu Asn Glu Glu Arg Gly Leu Glu Lys Leu Leu His Leu Asp Pro 

83 145 150 155 .160 
3 9 Pro Ser Pro Leu Gin Lys Pro Phe Leu Pro Trp Glu Ser Asp Pro Leu 

90 16 5 170 17 5 

91 Pro Ser Pro Pro Ser Ala Leu Ser Ala Leu Asp Val Glu Leu Pro Pro 

92 180 185 190 

93 Va.I Cys Tyr Asp Ala Asp lie 
91 195 

97 <210> SEO ID NO: 3 

9 8 <211> LENGTH: 779 

9 9 <212> TYPE: ON A 

100 <213> ORGANISM; Homo sapiens 
102 <4 00> SEQUENCE : 3 

10 3 atggccgcga gttgtggtt.t aaaccaggag Lgccgcgcgt ecgttcaocg cggcc Lea ga 

104 tgaatgegge tgtLaagacc tgeaataatc cagaatggct act'.ctgatct atgttgataa 

105 ggaaaatgga gaaccaggca ccogtgtggt tgetaaggat gggctgaagc tggggtctgg 

106 accttcaatc aaagcctitag dtgggagatc Lcaagtttoa acaccacgtt t tggcaaaac 

107 gttcgatgee ccaccagoot Laectaaagc t;aet:agoaag gcttitgggaa etgtcaaca.g 

108 agctacagaa aagtcLgtaa agaccaaggg aeccctcaaa caaaaacagc caaqclttLc 

109 tgccaaaaag atgactgaga agactqttiaa agcaaaaagc tctgttcctg cctcaqatga 
3 10 tgcctatcca gaaatagaao aattctttcc cttcaatcct ctagaotttg agagttttga 

111 cetgectgaa gagcaccaga ttgcgcacct occcttgagt; ggagtgccLc fca t;ga tcct 

112 tgacgaggag agagagctLg aaaagctgLt tcagctgggc cccccLtcac ctgtgaagat 
1.13 gccctclcca ccaLgggaat ccaatctgtt gcagtctcct tcaagcatlc tgtcgaccct 

114 ggatgttgaa ttgccaectg tttgctgtga catagatatt taaatttctt agtgcttcag 

115 agLttgtgtg tatittgtatt aataaagcat tcttitaacag ataaaaaaaa aaaaaaaaa 
1.17 <210> SEQ ID NO: 4 

118 <211> LENGTH : 202 



6 0 

12 0 

180 

24 0 

300 

360 

420 

4 80 

54 0 

600 

660 

720 

779 
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RAW SEQUENCE LISTING DATE: .12/26/2000 

PATENT AP PI/I CAT! ON: US/09/730,469 TIME : 13:40:37 

Input; Set : A:\seqliat.txt 

Output Set: N:\CRF3\12262000\I730469.raw 

.1 19 <212> TYPE:: PRT 

120 <213> ORGANISM : Homo sapiens 

12 2 <400> SEQUENCE: 4 





12 3 


Net 


Ala 


1 r h r 


Leu 


n e 


T v r 


Vd ] 




L V S 


G 1 U 




G 1 v 




Pro 


Glv 


Thr 




1 24 


1 


















10 










1 5 






125 


Arg 


val 


val 


Ala 


Lys 


Asp 


Gly 


Leu 


Lys 


Leu 


Gly 


Ser 


Gly 


Pro 


Ser 


He 




12 6 








20 










2 5 










30 






> 


127 


L'/S 


Ala 


Leu 


Asp 


Glv 


aj. y 


Ser 


Gin 


Va 1 


S e r 


'I'h r 


Pro 


Arq 


P he 


G 1 v 


Lys 


a. 


.128 






3 5 










4 0 










4 5 








CO 


1 2 9 


Thr 


Piie 


Asp 


Ala 


Pro 


Pro 


Ala 


Le u 


Px"o 




Ala 


Thr 


Ar q 


Lys 


Ala 


Leu 


130 




50 










5 5 










60 










131 


Gly 


Thr 


Val 


Asn 


Arg 


Ala 


Thr 


Gin 


Lys 


Ser 


Val 


Lys 


Thr 


Lys 


Gly 


Pro 




1 3 2 


65 










70 










75 










80 


133 


Leu 


Lys 


G 1 1 1 


Lys 


Gin 


Pro 


Ser 


Phe 


Ser 


Ala 


Lys 


Lys 


Met 


Thr 


G i.u 


Lys 




134 






8 5 










90 








95 




135 
13 6 


Thr 


Vrli 


Lys 


Ala 
10 0 


Lys 


Ser 


Ser 


Val 


Pro 

105 


Ala 


Ser 


Asp 


Asp 


Ala 

110 


Tyr 


Pro 




137 


Glu 


He 


Glu 


Lys 


Phe 


Phe 


Pro 


Phe 


Asn 


Pro 


Leu 


As p 


Phe 


G 1 U 


Ser 


Phe 




138 






115 










120 










125 








139 


Asp 


Leu 


Pro 


Glu 


Glu 


His 


Gin 


He 


Ala 


His 


Leu 


Pro 


Leu 


Sex- 


Gly 


Val 


1 


1.10 




130 










135 










140 












141 
142 


Pro 
145 


Leu 


Met 


lie 


Leu 


Asp 
150 


Glu 


Glu 


Arg 


Glu 


Leu 
155 


Glu 


Lys 


Leu 


Phe 


Gin 
160 




14 3 


Leu 


Gly 


Pro 


Pro 


Ser 


Pro 


Val 


Lys 


Me L 


Pro 


Ser 


Pro 


Pro 


Trp 


Glu 


Ser 




144 










1G5 










.1.7 0 










17 5 




LU 


14 5 


Asn 


Leu 


Leu 


Gin 


Ser 


Pro 


Ser 


Ser 


He 


Leu 


Ser 


Thr 


Leu 


Asp 


Val 


Glu 


CD 


1. 4 b 








180 










18 5 










190 






'1 4 7 
1 4 8 


Leu 


P ro 


Pro 
19 5 


Val 


Cys 


Cys 


Asp 


He 
200 


Asp 


He 















151 <210> SEQ ID NO: 5 

15 2 <211> LENGTH: 31 

153 <21.2> TYPE: DNA 

154 <213> ORGANISM: Artificial Sequence 
156 <22 0> FEATURE: 

.157 <22 3> OTHER INFORMATION: Synthetic oligonucleotide. 

159 <4 00> SEQUENCE: 5 

160 gatgctctcc gcactctggg aatccaatct g 31 

162 <210> SEQ ID NO: 6 

163 <2I1> LENGTH: 3 2 

16 4 <212> TYPE: DNA 

16 5 <2I3> ORGANISM: Artificial Sequence 

167 <220> FEATURE: 

168 <223> OTHER INFORMATION: Synthetic oligonucleotide. 
.17 0 <4()0> SEQUENCE: 6 

171 ttcacaagtt gaggggegee cagctgaaac ag 3 2 

173 <210> SEQ ID MO: 7 

174 <211> LENGTH: 32 

175 <212> TYPE: DMA 

176 <2I3> ORGANISM: Art.Lfici.ai Sequence 
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RAW SEQUENCE LISTING DATE: .12/20/2000 

PATENT A I? PL X C ATI 0 N : US/09/7 3 0,469 TIME: 13:40:37 

Input; Set : A:\seqlist.txt 

Output Set: N:\CRF3\12262000\I730469.raw 



173 


<2 2 0> FEATURE: 










179 


<2 2 3> OTHER INFORMATION: Synthetic oligonucleotide specific 


Lo pCI-neo 


180 


p i a s m i d v e c t o r . 










132 


<4 00> SEQUENCE: 7 










1 83 


cj c| ctd y ag ta cttaatacga cicactatag gc 








32 


185 


< 2 1 0 > S EQ I D N O : 8 










136 


< 2 _i 1 > L E N G T H : 31 










187 


<212> TYPE: DNA 










188 


<213> Oi^GAN ISM: Homo sapiens 










190 


<400> SEQUENCE: 8 










191 


c L a Lg t c a c a g c a a a c a g g t g gc a a 1 1 c a a c 








31 


193 


<210> SEO 10 NO: 9 










1 9 4 


<2.ll> LENGTH: 56 










1 9 5 


<^212> TYPE: PRT 










1 9 6 


<213> ORGANISM: Homo sapiens 










198 


< 4 U 0 > S EQU ENC E : 9 










199 


Met lie Leu Asp Glu Glu Arg Glu Leu Glu Lvs 


Leu Phe Glu 


Leu 


Gly 




2 00 


1 5 10 




15 






201 


Pro Pro Ser Pro Va.l Lys Met Pro Ser Piro Pro 


Trp Glu Ser 


Asn 


Leu 




202 


20 25 


30 








203 


lieu Gin Ser Pro Ser Se.r l.le lieu Ser Tlir Leu 


Asp Val Glu 


Leu 


Pro 




2 0 4 


3 5 4 0 


4 5 








2 05 


Pro Va.l Cys Cys Asp lie Asp lie 










2 0 6 


50 55 










2 09 


<210> SEQ ID NO: 10 










210 


<2"U> LENGTH: 160 










2 1 I 


<2T2> TYPE : DNA 










212 


<213> ORGANISM : Homo sapiens 










214 


<400> SEQUENCE: 10 










215 


atgatccttg acgaggagag agagcttgaa aagctgtttc 


agctgggccc > 


cccttcacct 


60 


216 


gtgaagatgc octctecacc atgggaatcc aatctgttgc 


agtctccttc . 


aagca ttctg 


120 


217 


togacccUig atgttgaatt gccacctgtt tgctgtgaca 


tagatatt 






168 


219 


<2:i0> SEQ ID NO: 11 










220 


<211> LENGTH : 16 










2 21 


<212> TYPE: DNA 










222 


<213> ORGANISM: Artificial Sequence 










2 24 


<220> FEATURE: 










225 


<223> OTHER 1 INFORMATION : Anchored primer sequence. 








2 27 


<400> SEQUENCE: 11 










223 


aagctttttt Lttttg 








16 


2 30 


<210> SEQ ID NO: 12 










2 31 


<211> LENGTH: 13 










2 32 


<212> TYPE: DMA 










2 33 


<213> ORGANISM: Artificial Sequence 










235 


<2 20> FEATURE: 










236 


<223> OTHER INFORMATION: Arbitrary primer sequence. 








2 38 


<4 0 0> SEQUENCE: 12 










2 39 


aagcttgctg etc 








13 


241 


<210> SEQ ID NO: "! 3 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/7 30,4 69 



I J ATE: .12/26/2000 
TIME: 13:40:37 



24 2 
243 
244 
24 6 
247 
24 9 
250 
252 
253 
254 
255 
257 
258 
259 
260 
261 
262 
26 3 
264 
265 
266 
267 
263 
269 
270 
2 7.1 
272 
273 
274 
2 75 
276 
277 
278 
279 
280 
28.1 
2 82 
2B6" 
2R7 
2 88 
209 
291 
292 
293 
294 
295 
296 
297 
298 



Input; Set : A:\seqlist.txt 

Output Set: N:\CRF3\12262000\l730469.raw 

<211> LENGTH: 16 
<212> TYPE: UNA 

<.213> ORGANISM: Artificial Sequence 
<*220> FEATURE: 

<223> OTHER INFORMATION: n = a, t j , or c; Anchored primer sequence. 
<4 0 0> SEQUENCE: 13 

aagctttttt tttttn 16 

<2.10> SEQ ID NO: 14 

<211> LENGTH: 194 

<212> TYPE: PRT 

<213> ORGANISM: Mus musculus 

<4 00> SEQUENCE: .14 

Met Ala Thr Leu lie Phe Val Asp Lys Asp Asn Glu Glu Pro Gly Arg 



I 



5 



Arg Leu Ala Ser Lys Asp Gly Leu 
20 



10 

Lys Leu Gly Thr Gly 
25 



15 

Val Lys Ala 
30 



Leu Asp Gly Lys Leu Gin Val Ser Thr Pro Arg Val Gly Lys Val Phe 



4 0 



4 5 



Asn Ala Pro Ala Val Pro Lys Ala Ser Arg Lys Ala Leu Gly Thr Val 



50 



60 



Asn Arg Val Ala Glu Lys Pro Met Lys Thr Gly Lys Pro Leu Gin Pro 
65 70 75 80 

Lys Gin Pro Thr Leu Thr Gly Lys Lys lie Thr Glu Lys ser Thr Lys 

8 5 90 " 95 

Thr Gin Ser Ser Val Pro Ala Pro Asp Asp Ala Tyr Pro Glu Me Glu 



1 00 



10 5 



110 



Lys Phe Phe Pro Phe Asn Pro Leu Asp Phe Asp Leu Pro Glu Glu tils 



12 0 



Thr Leu Asn 



Hit 



125 

Pro Leu He 
14 0 

Leu Gly Pro Pro Ser Pro 
155 160 



115 

Gin Tie Ser Leu Leu Pro Leu Asn Gly Vai 

130 13 5 

Glu Glu Arg G'J.y Leu Glu Lys Leu Leu 
14 5 150 
Leu Lys Thr Pro Phe Leu Ser Trp Glu Ser Asp Pro Lys Pro Pro Ser 

165 170 ^ 175 

Ala Leu Ser Thr Leu Asp Val Glu Leu Pro Pro Val Cys Tyr Asp Ala 
180 185 190 

Asp Tie 

<210> SEQ ID NO; 15 

<211> LENGTH: 945 

<212> TYPE: DMA 

<213> ORGANISM: Mus mus cuius 

<4 0 0> SEQUENCE: 15 

teLtganctt gttatgtagc agqagyccaa atttgagcat cctcttggct LctcttLaLa 
gcagaga f.lig t:aggct:ggag acagtt:l;tga Lgggtgccaa cataaaetga U;t.ct_gl:aag 
ayttgagtgt tttatgaccc tggcgtgcag atttaggatc LggaUtaagc ctg ttgactt 
ctccagctac ttataaattt ttgtgcatag gtgccctggg taaagcttgg tetchy ttiac 
Lgcgtagttit titccagcegt ctcaatigcca atattcaggc Lctctccctt agagtaatcc 
agaatggcta c Let ta Lett tqttgataag gataatgaaq aacccggccg ccgtttggca 
LcLaaggatg gyttgaagcL gygcactggt yLcaaggccL tagaLgygaa attgeagytt 



60 

120 

180 

240 

300 

36 0 

4 20 
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VERIFICATION SUMMARY DATE: .12/26/2000 

PATENT APPLICATION: US/09/7 3 0,4 69 TIME: 13:40:38 

Input; Set : A:\seqlist.txt 

Output Set: N:\CRF3\12262000\l730469.raw 

L:17 M:270 C: Current Application Number differs, Replaced Current Application Number 
L:250 M:258 W: Mandatory Feature missing, <22I> not found for SEQ ID*f:I3 
L:2f)0 M:258 W: Mandatory Feature missinq, <222> not found for SEO IDiF : 13 
L:250 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ ID*:. 13 
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